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Deep sequencing data

Specificities:
Rapidity of production
Low cost
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Deep sequencing data

Applied to many scientific contexts:
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RNA-Seq oqtans
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Common analysis tasks
compare two samples (wild type, mutant)

identify new transcripts

Tang et al. 2011 Nature Methods Lee et al. 2011 Nucleic Acids Res
Grabherr et al. 2011 Nature Biotech Yamashita et al. 2011 Genome Res
Li et al. 2011 Science Daines et al. 2011 Genome Res

Gerstein et al. 2010 Science Ramani et al. 2010 Genome Res
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Common issues

Reproducibility
Tool availability

Scalability



oqtans+
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Quantification

rQuant®

rDiff*
Cufflinks/Cuffdiff
DESeq
Genesetter*®

mTIM*
ASP*
Trinity

Cufflinks
l Scripture

Schultheiss et al. 2011 BMC Bioinformatics
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* developed by Rdtsch Lab, at cBio MSKCC



ogtans+
Transcriptome analysis toolsuite
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Accuracy of read alignments
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Intron and transcript
accuracy evaluation
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oqtans+ Workflow

Multiple reference genomes and transcriptomes
for A. thaliana




ogtans+ on AWS cloud




oqtans+: Package contents

Read Alighment | Version
Filtering

SAFT
Multi-Mapper Resolution
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oqtans+ Automated Tool
fabric script Dep lOyment

Galaxy

Tool Shed
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OQTANS BETA

How to resolve the requirements ﬂj GITORIOUS | Ratschlab
of OS specific packages ?
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oqtans+ Availability:
Our Server

»Public compute cluster




oqtans+ Availability:
Source Code

»Free, open-source packages of our own tools

» Including Galaxy Tool Wrappers




oqtans+ Availability:
Cloud Computing

»Demo cloud instance with all oqtans+ tools
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» bttp://cloud.ogtans.org




http://oqgtans.org




